Supplemental Fig. S1 . Expression of human and rat URAT1.
Supplemental Fig. S2 . Protein sequences of URAT1 transporters used in this study. Fig. S3 . Phylogram of URAT1s based on amino acid analysis. Internal nodes are labeled with the posterior probability for each ancestral URAT1 sequence inferred. The scale bar represents 0.04 amino acid replacements per unit evolutionary time (except for the branches leading to Myotis and Monodelphia which have been shortened for display purposes). GenBank Identifier (GI) numbers are provided after each species name. Table S1 . Mutagenic primers used in this study. Residues in bold are modified from wild type sequences. Primers for insertion of the HA epitope tag all carry the sequence TATCCCTACGACGTCCCTGATTATGCT, encoding the peptide sequence YPYDVPDYA.
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